We recently published our experience with the use of creatine kinase (CK) measurements in counselling women who might be carriers of Duchenne muscular dystrophy (Dennis et al., 1976) . The simple statistical technique used was not fully reported, but we feel a short note on it here may be useful, since it is widely applicable in clinical medicine, where it is frequently necessary to assign a patient to one of two populations (carrier vs. non-carrier; diseased vs. normal, etc.) by observing or measuring attributes known to have different distributions in the two populations. Such an assignment is never absolutely certain; only more or less probable. It is, however, better to estimate and use such a probability than, as is so often done, to take a single best discriminating value and assign all those with higher values to one group and those with lower values to the other.
Ideally the distribution in each population will be based on a large sample. With smaller numbers it may be helpful if the distribution appears approximately normal to assume normality or to find and use some simple transformation, such as taking logarithms, which will make the distributions appear more normal and then assume normality.
The principle is well known and is covered, for example, by Penrose theoretical normal curves derived from the combined series of 36 controls and 32 carriers are shown in Fig.  1 . The heights of the curves are in inverse proportion to their standard deviations as described above.
A woman whose prior (genetic) probability of being a carrier is 0-25 has a log CK value of X. Then, on the control distribution she lies at a point (X -M)/S, with ordinate 0, and on the carrier distribution she lies at (X -M')/S', with ordinate O'. The ordinates are divided by the standard deviations of their respective curves, giving relative probabilities of belonging to the control and carrier populations of O/S and 0'/S' 
